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AMENDMENTS TO THE CLAIMS: 



fisting of Claims: 

1. (previously presented) A method for comparing a first microarray spot A 1 
second nricroarray spot B comprising: 

providing a first plurality of intensity values (Sf) for said first microarfay spot 
and a second plurality of intensity values (S*) for a second microarray spot; 

calculating a p value using Wilcoxon's rank test, wherein p value is fo* \ 
hypothesis that 0=^0 and an alternative hypothesis that said ft>0, wherein $ is a i 
statistic for intensity difference between said plurality and said second plurality; 

indicating said first microarray spot is different from said second microarray spot 
if said p value is greater than a significance level. 



2. (original) The method of Claim I wherein said testing statistic is median 
median (Sif). 

3. (original) The method of Claim 2 wherein said significance level is 0.05 

4. (original) The method of Claim 1 wherein said first microarray spot and 
microarray spot are nucleic acid spots. 



5. (original) The method of Claim 4 wherein said nucleic acid spots are ar^ong at least 
100 nucleic acid spots on a substrate. 
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6. (original) The method of Claim 5 wherein said nucleic acid spots are amofng at least 
1000 spots on a substrate, 

7. (original) The method of Claim 6 wherein said nucleic acid spots are cDNA spots. 

8. (original) The method of Claim 7 wherein said nucleic add spots are olig ^nucleotide 
spots. 

9. (original) The method of Claim 1 further comprising step of combining f3 rst 
plurality and second plurality of intensity values if said p-value is greater than i 
significance level. 

10. (previously presented) A computer software product for comparing first 
microarray spot A with a second microairay spot B comprising: 

computer program code for inputing a first plurality of intensity values 
said first microairay spot and a second plurality of intensity values (S* ) for a 
microarray spot: 

computer program code for calculating a p value using Wilcoxon*s 
wherein p value is for a null hypothesis that #=0 and an alternative hypothesis 
0>O, wherein 0 is a test statistic for intensity difference between said plurality and 
second plurality; 



trark 



(S/Vor 



second 



test, 
that said 
said 



3 



PAGE 8/19 * RCVD AT 9/8/2005 3:56:05 PM [Eastern Daylight Time] * SVR:USPTO-EFXRF-6rtO * DNI$:27W300 * CSID;4087315M2 * DURATION (mm-ss):04-22 



Sap-08-05 fl :59am Frcn-Affynetrix, Inc. 
Application No.: 09/737,536 



408 731 5392 



T-227 P. 009/019 F 



computer program code for indicating said first microarray spot is diffe rent from 
said second microarray spot if said p value is greater than a significance level; and 
a computer readable media for storing said computer program codes. 



11. (original) The computer program product of Claim 10 wherein said testin > statistic 
is median (S{ A )-meditm (S k B ). 

12, (original) The computer software product of Claim 1 1 wherein said significance 
level is 0.05. 



13. (original) The computer software product of Claim 11 further comprising 
program code for accepting user's input or selection of said significance level 

14. (original) The computer software product of Claim 1 1 wherein said first 
spot and second microarray spot are nucleic acid spots. 



15. (original) The computer software product of Claim 14 wherein said nucleic acid 
spots are among at least 100 nucleic acid spots on a substrate. 

16. (original) The computer software product of Claim 15 wherein said nucleic acid 
spots are among at least 1000 spots on a substrate. 

17. (original) The computer software product of Claim 16 wherein said nucl4ic acid 
spots are cDNA spots. 
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18. (original) The computer software product of Claim 16 wherein said nucle 
spots are oligonucleotide spots. 



19. (previously presented) The computer software product of Claim 10 furt ler 
comprising a computer program code for combining first plurality and second plurality of 
intensity values if said p-value is greater than a significance level. 

20. (original) The computer software product of Claim 19 wherein said signi|ficance 
Jevel is 0.5. 

21. (previously presented) A system for comparing nucleic acid probes, co: uprising: 
a processor; and 

a memory being coupled with a processor, the memory storing a plurality machine 
instructions that cause the processor to perform a plurality of logical steps wh^n 
implemented by the processor, said logical steps including: 

inputing a first plurality of intensity values (5/*) for said first microarrs y \ 
and a second plurality of intensity values for a second microarray spot B 

calculating a p value using Wilcoxon's rank test, wherein p value is 1 
hypothesis that 6=0 and an alternative hypothesis that said #>0, wherein 9 is a 
statistic for intensity difference between said plurality and said second plurality; 

indicating said first microarray spot is different from said second microarray spot 
if said p value is greater than a significance level. 
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22. (original) The system of Claim 21 wherein said testing statistic is median 
median (S* ). 

23. (original) The system of Claim 22 wherein said significance level is 0,05 



24. (original) The system of Claim 22 wherein said steps further comprise accepting 
user's input or selection of said significance level. 



25. (original) The system of Claim 21 wherein said first microarray spot and 
microarray spot are nucleic acid spots. 



second 



26. (original) The system of Claim 25 wherein said nucleic acid spots are am<j)ng at least 
100 nucleic acid spots on a substrate. 

27. (original) The system of Claim 26 wherein said nucleic acid spots are am^ng at least 
1000 spots on a substrate. 

28. (original) The system of Claim 27 wherein said nucleic acid spots are cDNTA spots, 

29. (original) The system of Claim 27 wherein said nucleic acid spots ate 
oligonucleotide spots. 
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30. (original) The system of Claim 21 farther comprise combining first plurality and 
second plurality of intensity values if said p-value is greater than a significance level 

3L (original) The system of Claim 30 wherein said significance level is 0.5. 

32. (withdrawn) A method for detennining whether a transcript is present in ajbiological 
sample comprising: 

providing a plurality of perfect match pixel intensity values (PAf ind 
mismatch pixel intensity values (MM&) for the transcript, wherein said PMj is the 
pixel intensity for the perfect match probe i and pixel j and MM& is the pix^l intensity 
value for mismatch probe i and pixel k; 

calculating a p-value using one-sided Wilcoxon's rank sum test, wherein the 
p-value is for a null hypothesis that (median(PMij)'median(MMid=a. threshold value 
and an alternative hypothesis that said (median(PMy)-median(MMijd>&2id threshold 
value; and 

indicating whether said transcript is present based upon said />-valu^ 

33. (withdrawn) The method of Claim 32 wherein the threshold value is zero. 

34. (withdrawn) The method of Claim 32 wherein the threshold value is calculated 

using: t = comedian fPM^wherein said c is a constant. 

35. (withdrawn) The method of Claim 32 wherein the threshold value is calculated 

using: t = comedian (PAftfwherein said c is a constant. 
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36. (withdrawn) The method of Claim 32 wherein said step of indicating comprises 

indicating said transcript is present if said p is smaller than a first significance 
level (<Xt). 

37. (withdrawn) The method of Claim 32 wherein said step of indicating contorises 

indicating said transcript is absent if said p is greater or equal than a second 
significance level (a 2 )- 

38. (withdrawn) The method of Claim 32 wherein said step of indicating comprises 

indicating said transcript is marginally detected if ai<p<a 2 . 

39. (withdrawn) A computer software product for determining whether a transbript is 
present in a biological sample comprising: 

a computer program code for inputting a plurality of perfect match 
intensity values {PMij) and mismatch pixel intensity values (AfAfa) for the 
wherein said PMg is the pixel intensity for the perfect match probe i and 
MMut is the pixel intensity value for mismatch probe i and pixel 1c. 

a computer software code for calculating a p-value using one-sided 
Wilcoxon*s rank sum test, wherein the p- value is for a null hypothesis that 
(median(PMij)-median(MMi&=iL threshold value and an alternative hypothesis that 
said (median(PMij)-medicm(MM&)>said threshold value; 
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a computer software code for indicating whether said transcript is pnesent 
based upon said p-value; and 

a computer readable media for storing said code. 

40. (withdrawn) The computer software product of Claim 32 wherein said threshold 
value is zero. 

41. (withdrawn) The computer software product of Claim 32 wherein said threshold 
value is calculated using: t = comedian (PMO wherein said c is a constant 

42. (withdrawn) The computer software product of Claim 32 wherein said threshold 
value is calculated using: x = comedian (PMi) wherein said c is a constant , 
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43. (withdrawn) The computer software product of Claim 32 wherein said © 
program code for indicating comprises computer software code for indicating 
said transcript is present if said p is smaller than a first significance level (oci) 



44. (withdrawn) The computer software product of Claim 32 wherein said corfiputer 
program code for indicating comprises computer software code for indicatjing that 
said transcript is absent if said p is greater or equal than a second significance level 

(0C2). 
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45. (withdrawn) The computer software product of Claim 32 wherein said computer 
program code for indicating comprises computer software code for indicating that 
said transcript is marginally detected if ai<p<a 2 . 

46. (withdrawn) A system for comparing nucleic acid probes, comprising: 

a processor; and 

a memory being coupled to the processor, the memory storing a plurality 
machine instructions that cause the processor to perform a plurality of ogical 
steps when implemented by the processor, said logical steps including: 
providing a plurality of perfect match pixel intensity values 0PM,y) 4nd 
mismatch pixel intensity values (MM**) for the transcript, wherein said PM§ is the 
pixel intensity for the perfect match probe x and pixel j and MM* is the pix^l intensity 
value for mismatch probe i and pixel k; 

calculating a p-value using one-sided Wilcoxon's rank sum test, whjerein the 
p-value is for a null hypothesis that (medlan(PMv)-median(MMad=a threshold value 
and an alternative hypothesis that said (medicm( PAfy>7n^i£OT(AfA!fi^>saidlthreshold 
value; and 

indicating whether said transcript is present based upon saidp-valuu 

47. (withdrawn) The system of Claim 46 wherein said threshold value is zero 

48. (withdrawn) The system of Claim 47 wherein said threshold value is calculated 
using: x = comedian (PM t ) wherein said c is a constant. 
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49. (withdrawn) The system of Claim 47 wherein said threshold value is calculated 
using: x = comedian (PMJ wherein said c is a constant. 



50. (withdrawn) The system of Claim 46 wherein said step of indicating comprises 
indicating said transcript is present if said p is smaller than a first significance level 
(oti). 

51. (withdrawn) The system of Claim 50 wherein said step of indicating comjprises 
indicating said transcript is absent if said/? is greater or equal than a seconc 
significance level (a 2 ). 



in 



52. (withdrawn) The system of Claim 51 wherein said first significance (<Xi) 
that said (CC2) and said step of indicating further comprises indicating said transbript 
marginally detected if ot)<p«X2. 
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